Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.100; data-to-parameter ratio = 12.9.
Experimental
Crystal data Mo K radiation = 0.09 mm À1 T = 293 (2) K 0.30 Â 0.30 Â 0.20 mm
Data collection
Bruker Kappa APEXII areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2001) T min = 0.974, T max = 0.983 18838 measured reflections 3253 independent reflections 2717 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.100 S = 1.06 3253 reflections 253 parameters H-atom parameters constrained Á max = 0.12 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2003 (Ramesh et al., 2008) .
The crystal packing is covered by C-H···N, C-H···O and C-H···π types intermolecular interactions in addition to van der Waals forces. N1 atom in one of the molecules donates one proton to O1 (-1 + x, y, z) which connects the molecules into a one dimensional C6 chain (Bernstein et al., 1995) running along the a axis, whereas in the other molecule at N1' forms similar network with O1' (x, 1 + y, z) along the b axis. The combination of N1-H1···O1 and C2-H2···N13 hydrogen bonds form a R 2 2 (9) dimer chain running along the a axis.
Experimental
Indole (5.85 g, 50 mmol) was added to a solution prepared by dissolution of cyanoacetic acid (5.0 g, 50 mmol) in Ac 2 O (50 ml) at 50 °C. The solution was heated at 85 °C for 5 min. During that period 3-cyanoacetylindole started to crystallize.
After 5 more min, the mixture was allowed to cool and the solid was collected, washed with MeOH, and dried.
Refinement
H atoms were positioned geometrically (N-H = 0.86 Å, and C-H = 0.93-0.97 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (C) for methyl H, 1.2U eq (C) for other H atoms. 
